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HOW  TO IMPROVE SUGARCANE 

PRODUCTIVITY ?



PHENOTYPE Roberts (2002) PMB, 143: 143-154



WHAT 

ARE THE 

TOOLS?

Systems Biology

Transcriptome Metabolome
Proteome

Bioinformatics

Plant Breeding
Molecular Markers, Assisted Selection, 

Conventional Breeding, Transgenesis



Modeling the Virtual Plant: A Systems Approach to Nitrogen-Regulatory Gene Networks, Miriam L. Gifford, Rodrigo A. Gutiérrez, and Gloria M. 

Coruzzi; August, 2006

NETWORK REGULATION OF GENES, PROTEINS 

AND METABOLITES
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