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Ecological networks provide a framework for understanding and 
managing biodiversity and ecosystem functioning
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Scaling up networks to build resilience into agriculture and forestry systems



Examining the ‘robustness’ of the Norwood Farm network

Pocock, Evans & Memmott (2012) Science
Evans, Pocock & Memmott (2013) Ecology Letters



Applying the state-of-the-art in network ecology

 Select sensitive groups for conservation and assessment as 
bioindicators?

 Some plants are disproportionately important in this network of networks -
targets for local restoration?

 Habitat loss scenarios using genetic algorithm  identified disproportionately 
important habitats - targets for landscape restoration?

https://mosesorganic.org/hedgerows/



Environmental DNA/metabarcoding is revolutionising our ability to rapidly
create large, phylogentically-structured networks in poorly studied regions

Evans et al. (2016) Functional Ecology



Merging DNA-metabarcoding and ecological network analysis to enhance
ecosystem service provision: soils, pollination and pest control

Derocles et al. 2014. Molecular Ecology; Derocles et al. 2015. PLOS ONE; Bennett et al. 2013. PLOS 
ONE; Bennett et al. 2018. Functional Ecology; Macgregor et al. 2018. Ecological Entomology.



Simulated climate-warming affects farm plant-flower visitor and
plant-aphid-parasitoid networks

Derocles et al. (2018) Molecular Ecology. 
Moss et al. (2018) PNAS. In prep.



Future challenges: restoration of ecological function in forestry and 
agriculture using adaptive network models (ANM)

Raimundo, Guimarães & Evans (2018) TREE.



Challenge-Led opportunities for UK-Brazil collaboration:
Biodiversity engineering
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